Silhouette score is plotted according to age at diagnosis; full red circles and empty red circles represent RT from the training set, and the study cohort, respectively; no correlation nor anti-correlation (r = -0.13). (B) Heat-map on tumors from the training set and the study set showing imprinted genes; the list is defined by differential expression breween RT and SD-NRT in the training set; (C) Heat-map showing HOX clusters and HOTAIR HOX genesregulator, in RT (i.e. RT from training set + study cohort tumors clustering with RT) and SD-NRT (i.e. SD-NRT from training set + study cohort tumors clustering with SD-NRT)
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